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3 <110> APPLICANT: KATO, Yukio 

4 FUJIMOTO, Katsumi 

6 <120> TITLE OP INVENTION: CHONDROGENESIS PROMOTERS 
8 <130> PILE REFERENCE: KATO=21 

10 <140> CURRENT APPLICATION NUMBER: 10/049,957 

11 <141> CURRENT FILING DATE: 2002-02-19 

13 <150> PRIOR APPLICATION NUMBER: PCT/JSOO/05590 

14 <151> PRIOR FILING DATE: 2000-08-21 

16 <150> PRIOR APPLICATION NUMBER: JP 232966/1999 

17 <151> PRIOR FILING DATE: 1999-08-19 
19 <160> NUMBER OF SEQ ID NOS : 15 

21 <170> SOFTWARE: Patentln version 3.1 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 2388 

25 <212> TYPE: DNA 

26 <213> ORGANISM: Oryctolagus cuniculus 

28 <400> SEQUENCE : 1 

29 gccgccgctc actcgttcgc actcggactc agacccagtc cgaccccctg 
31 tgcggtgccg aagcgcggct atgtggatct tcctggccct gcgcaccgca 
33 tggaggtgcg gtggtgcacc gcgtccgagc ccgagcagca gaagtgcgag 
35 aggccttccg cgaagccggc ctccagcccg ccctgctgtg cgtgcagggc 
37 accactgcgt ccagctcatc gcggcccacg aggccgacgc catcactctg 
39 ccatttacga ggcggggaag gaacacggcc tgaagcccgt ggtgggcgaa 
41 aagaggtggg cacctcctac tacgctgtgg ccgtggtcaa gaggagctcc 
43 tcaacaccct gagaggcgtg aagtcctgcc acacgggcat caaccgcacg 
45 acgtgcctgt gggctacctg gtggacagcg gccgcctctc agtgatgggc 
4 7 tcaaagcggt cagcgagtac ttcgggggca gctgcgtccc tggggcagga 
49 actcggagtc cctctgtcgc ctctgccggg gcgacacctc cggggagggg 
51 agagccccct ggagcggtac tacgactaca gcggggcctt ccggtgcctg 
53 caggggacgt ggcctttgtg aagcacagca cggtgctgga gaacacggat 
55 tgccctcctg gggccacatg ctgatgtcac gggactttga gctgctgtgc 
57 gccgggccag cgtcaccgag tggcagcact gccacctggc ccgggtgccc 
59 tggtggtccg ggccgacacc gacgcaggcc tcatcttccg gcttctcaat 
61 ggctgttcag ccacgagggc agcagcttcc agatgttcag ctcggaggcc 
63 agaacctgct gttcaaagac tccacgctgg agctggtgcc catcgccaca 
65 aggcctggct gggccccgag tacctgcacg ccatgaaggg tctgctctgt 
67 ggctgccccc atacctgcgc tggtgcgtgc tgtccacccc cgagatccag 
69 acatggccgt ggccttcagc cggcagaggc tcaagccgga gatccagtgt 
71 agtcccccca gcactgcatg gagcagatcc aggctgggca catcgatgct 
73 acggggagga cattcacaca gcggggaaga cttatgggct gatcccggct 
75 tgtatgccgc ggacgacagg agtaactcgt acttcgtggt ggccgtggtg 
77 gcgcctacgc cttcaccgtg gacgagctgc gcgggaagcg ctcctgccac 
79 gcagcccggc cggctgggac gtcccggtgg gcgccctcat ccactggggc 



ENTER 



gactgcgcca 
ctcggcagcg 
gacatgagcc 
acctcggccg 
gacggaggag 
gtgtatgacc 
aacgtgacca 
gtgggctgga 
tgtgacgtgc 
gagaccagat 
gtgtgtgaca 
gcagaaggcg 
gggagaacac 
cgggacggca 
gcccacgccg 
gagggccagc 
tacggccaga 
cagacctacg 
gaccccaacc 
aagtgtggag 
gtctcggcgg 
gtgaccctga 
gccggggagc 
aagcgagaca 
cccggcttcg 
tacatccggc 
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240 
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360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
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81 ccaggaactg cgacgtcctc acagcggtgg gtcagttctt caacgccagc tgtgtgccgg 1620 
83 tgaacaaccc caagaagtac ccctcctcgc tgtgcgcact ctgcgtgggt gacgagcagg 1680 
85 gccgcaacaa gtgcactggc aacagccagg agcggtacta tggcgacagt ggcgccttca 1740 
87 ggtgcctggt ggagggtgca ggggacgtgg ccttcgtcaa gcacacgacc atctttgaca 1800 
89 acacaaatgg ccacaatccc gagccgtggg ctgcccatct gaggagccag gactacgagc 1860 
91 tgctgtgccc caacggcgcg cgagctgagg cgcaccagtt tgccgcctgc aacctggccc 1920 
93 agattccgtc ccacgccgtc atggtgcggc ccgacaccaa catcttcacc gtttacggac 1980 
95 tgctggacaa ggcccaggac ctgtttggag acgaccacaa caagaacggg ttcaagatgt 2040 
97 tcgactcctc cagctaccac ggccgagacc tgctcttcaa ggacgccacg gtgcgcgctg 2100 
99 tgcctgtggg cgagaggacc acctaccagg actggctggg gccggactac gtggcggctc 2160 
101 tggaagggat gcagtcacag cggtgctcag gggcagccgt cggcgccccc ggggcctcgc 2220 
103 tgctgccgct gctgcccctg gctgcgggcc tcctgctgtc ttcgctctga gagcagcccc 2280 
105 gggcagcctc ggccccggca ggggagcctg cgcggaagct tcctgaacga gcccgcgccc 2340 
107 tggctggatg tggttacctc ggcgagccgc ggggccgcgc ttcccccg 2388 

110 <210> SEQ ID NO: 2 

111 <211> LENGTH: 736 

112 <212> TYPE: PRT 

113 <213> ORGANISM: Oryctolagus cuniculus 
115 <400> SEQUENCE: 2 

117 Met Arg Cys Arg Ser Ala Ala Met Trp He Phe Leu Ala Leu Arg Thr 

118 15 10 15 

120 Ala Leu Gly Ser Val Glu Val Arg Trp Cys Thr Ala Ser Glu Pro Glu 

121 20 25 30 

123 Gin Gin Lys Cys Glu Asp Met Ser Gin Ala Phe Arg Glu Ala Gly Leu 

124 35 40 45 

126 Gin Pro Ala Leu Leu Cys Val Gin Gly Thr Ser Ala Asp His Cys Val 

127 50 55 60 

129 Gin Leu He Ala Ala His Glu Ala Asp Ala He Thr Leu Asp Gly Gly 

130 65 70 75 80 

132 Ala He Tyr Glu Ala Gly Lys Glu His Gly Leu Lys Pro Val Val Gly 

133 85 90 95 

135 Glu Val Tyr Asp Gin Glu Val Gly Thr Ser Tyr Tyr Ala Val Ala Val 

136 100 105 110 

138 Val Lys Arg Ser Ser Asn Val Thr He Asn Thr Leu Arg Gly Val Lys 

139 115 120 125 

141 Ser Cys His Thr Gly He Asn Arg Thr Val Gly Trp Asn Val Pro Val 

142 130 135 140 

144 Gly Tyr Leu Val Asp Ser Gly Arg Leu Ser Val Met Gly Cys Asp Val 

145 145 150 155 160 

147 Leu Lys Ala Val Ser Glu Tyr Phe Gly Gly Ser Cys Val Pro Gly Ala 

148 165 170 175 

150 Gly Glu Thr Arg Tyr Ser Glu Ser Leu Cys Arg Leu Cys Arg Gly Asp 

151 180 185 190 

153 Thr Ser Gly Glu Gly Val Cys Asp Lys Ser Pro Leu Glu Arg Tyr Tyr 

154 195 200 205 

156 Asp Tyr Ser Gly Ala Phe Arg Cys Leu Ala Glu Gly Ala Gly Asp Val 

157 210 215 220 

159 Ala Phe Val Lys His Ser Thr Val Leu Glu Asn Thr Asp Gly Arg Thr 

160 225 230 235 240 
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256 <210> SEQ ID NO: 3 

257 <211> LENGTH: 2368 

258 <212> TYPE: DNA 

259 <213> ORGANISM: Homo sapiens 

261 <400> SEQUENCE: 3 

262 gcggacttcc tcggacccgg acccagcccc agcccggccc cagccagccc cgacggcgcc 60 
264 atgcggggtc cgagcggggc tctgtggctg ctcctggctc tgcgcaccgt gctcggaggc 120 
266 atggaggtgc ggtggtgcgc cacctcggac ccagagcagc acaagtgcgg caacatgagc 180 
268 gaggccttcc gggaagcggg catccagccc tccctcctct gcgtccgggg cacctccgcc 240 
270 gaccactgcg tccagctcat cgcggcccag gaggctgacg ccatcactct ggatggagga 300 
272 gccatctatg aggcgggaaa ggagcacggc ctgaagccgg tggtgggcga agtgtacgat 360 
274 caagaggtcg gtacctccta ttacgccgtg gctgtggtca ggaggagctc ccatgtgacc 420 
276 attgacaccc tgaaaggcgt gaagtcctgc cacacgggca tcaatcgcac agtgggctgg 480 
278 aacgtgcccg tgggctacct ggtggagagc ggccgcctct cggtgatggg ctgcgatgta 540 
280 ctcaaagctg tcagcgacta ttttgggggc agctgcgtcc cgggggcagg agagaccagt 600 
282 tactctgagt ccctctgtcg cctctgcagg ggtgacagct ctggggaagg ggtgtgtgac 660 
284 aagagccccc tggagagata ctacgactac agcggggcct tccggtgcct ggcggaaggg 720 
286 gcaggggacg tggcttttgt gaagcacagc acggtactgg agaacacgga tgggaagacg 780 
288 cttccctcct ggggccaggc cctgctgtca caggacttcg agctgctgtg ccgggatggt 840 
290 agccgggccg atgtcaccga gtggaggcag tgccatctgg cccgggtgcc tgctcacgcc 900 
292 gtggtggtcc gggccgacac agatgggggc ctcatcttcc ggctgctcaa cgaaggccag 960 
294 cgtctgttca gccacgaggg cagcagcttc cagatgttca gctctgaggc ctatggccag 1020 
296 aaggatctac tcttcaaaga ctctacctcg gagcttgtgc ccatcgccac acagacctat 1080 
298 gaggcgtggc tgggccatga gtacctgcac gccatgaagg gtctgctctg tgaccccaac 1140 
300 cggctgcccc cctacctgcg ctggtgtgtg ctctccactc ccgagatcca gaagtgtgga 1200 
302 gacatggccg tggccttccg ccggcagcgc ctcaagccag agatccagtg cgtgtcagcc 1260 
304 aagtcccccc aacactgcat ggagcggatc caggctgagc aggtcgacgc tgtgacccta 1320 
306 agtggcgagg acatttacac ggcggggaag aagtacggcc tggttcccgc agccggcgag 1380 
308 cactatgccc cggaagacag cagcaactcg tactacgtgg tggccgtggt gagacgggac 1440 
310 agctcccacg ccttcacctt ggatgagctt cggggcaagc gctcctgcca cgccggtttc 1500 
312 ggcagccctg caggctggga tgtccccgtg ggtgccctta ttcagagagg cttcatccgg 1560 
314 cccaaggact gtgacgtcct cacagcagtg agcgagttct tcaatgccag ctgcgtgccc 1620 
316 gtgaacaacc ccaagaacta cccctcctcg ctgtgtgcac tgtgcgtggg ggacgagcag 1680 
318 ggccgcaaca agtgtgtggg caacagccag gagcggtatt acggctaccg cggcgccttc 1740 
320 aggtgcctgg tggagaatgc gggtgacgtt gccttcgtca ggcacacaac cgtctttgac 1800 
322 aacacaaacg gccacaattc cgagccctgg gctgctgagc tcaggtcaga ggactatgaa 1860 
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